Search and classification of potential minisatellite sequences from bacterial genomes.
We used the method of Information Decomposition developed by us to identify the latent dinucleotide periodicity regions in bacterial genomes. The number of potential minisatellite sequences obtained at high level of statistical significance was 454. Then we classified the periodicity matrices and obtained 45 classes. We used the other new method developed by us--Modified Profile Analysis--to reveal more periodic sequences in the presence of indels using the classes obtained. The number of sequences found by combination of these two methods was 3949. Most of them cannot be revealed by other methods including dynamic programming and Fourier transformation.